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FIG.5A 



AM ATGGGGGTGCACGAATGTCCTGCCTGGCTGTGGCTTCTCCTGTCCCTGCT 50 

GI ATGGGGGTGCACGAATGTCCTGCCTGGCTGTGGCTTCTCCTGTCCCTGCT 50 

5Y ATGGGGGTGCACGAATGTCCTGCCTGGCTGTGGCTTCTCCTGTCCCTGCT 50 

JM ATGGGGGTGCACGAATGTCCTGCCTGGCTGTGGCTTCTCCTGTCCCTGCT 50 

SH ATGGGGGTGCACGAATGTCCTGCCTGGCTGTGGCTTCTCCTGTCCCTGCT 50 

HE ATGGGGGTGCACGAATGTCCTGCCTGGCTGTGGCTTCTCCTGTCCCTGCT 50 

AM GTCGCTCCCTCTGGGCCTCCCAGTCCTGGGCGCCCCACCACGCCTCATCT 100 

GI GTCGCTCCCTCTGGGCCTCCCAGTCCTGGGCGCCCCACCACGCCTCATCi 100 

SY GTCGCTCCCTCTGGGCCTCCCAGTCCTGGGCGCCCCACCACGCCTCATCT 100 

JM GTCGCTCCCTCTGGGCCTCCCAGTCCTGGGCGCCCCACCACGCCTCATCT 100 

SH GTCGCTCCCTCTGGGCCTCCCAGTCCTGGGCGCCCCACCACGCCTCATCT 100 

HE GTCGCTCCCTCTGGGCCTCCCAGTCCTGGGCGCCCCACCACGCCTCATCT 100 

AM GTGACAGCCGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAGGAGGCCGAG 150 

GI GTGACAGCCGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAGGAGGCCGAG 150 

SY GTGACAGbbGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAGGAGGCCGAG 150 

JM GTGACAGCtGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAGGAGGCCGAG 150 

SH GTGACAG'ACGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAGGAGGCCGAG 150 

HE GTGACAGCCGAGTCCTGGAGAGGTACCTCTTGGAGGCCAAGGAGGCCGAG 150 

AM AATATCACGGTGAGACCCCTTCCCCAGCACATTCCACAGAACTCACGCTC 200 

GI AATATCACGGTGAGACCCCTTCCCCAGCACATTCCACAGAACTCACGCTC 200 

SY AATATCACGGTGAGACCCCTTCCCCAGCACATTCCACAGAACTCACGCTC 200 

JM AATATCACGGTGAGACCCCTTCCCCAGCACATTCCACAGAACTCACGCTC 200 

SH AATATCACGGTGAGACCCCTTCCCCAGCACATTCCACAGAACTCACGCTC 200 

HE AATATCACGGTGAGACCCCTTCCCCAGCACATTCCACAGAACTCACGCTC 200 
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FIG.5B 
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AGGGCTTCAGG 
AGGGCTTCAGGi 
AGGGCTTCAGG 
AGGGCTTCAGGG 1 
AGGGCTTCAGGd 



AGGGCTTl . 



AACTCCTCCCAGPATCCAGGAACCTGGCACTTGGTTT 
AACTCCTCCCAQ-ATCCAGGAACCTGGCACTTGGTTT 

aactcctcccag-Iatccaggaacctggcacttggttt 
aac'tcctcccagI-iATCcaggaacctggcacttggttt 

AACTCCTCCCAGj-ATCCAGGAACCTGGCACTTGGTTT 248 
CAGGC^CTCCTCCCAG&TCCAGGMCCTGGCACTTGGTTT 250 



248 
248 
248 
248 



GGGGTGGAGTTGGGAAGCTAGACACTGCCCCCCTACATAAGAATAAGTCT 298 

GGGGTGGAGTTGGGAAGCTAGACACTGCCCCCCTACATAAGAATAAGTCT 298 

GGGGTGGAGTTGGGAAGCTAGACACTGCCCCCCTACATAAGAATAAGTCT 298 

GGGGTGGAGTTGGGAAGCTAGACACTGCCCCCCTACATAAGAATAAGTC I 298 

GGGGTGGAGTTGGGAAGCTAGACACTGCCCCCCTACATAAGAATAAGTCT 298 

GGGGTGGAGTTGGGAAGCTAGACACTGCCCCCCTAC ATAAGAATAAGTCT 30 0 

,_.,-^^^^^^^^~+^^-~'i--ir*ir-ir-k-k^k-k7r-k* 



1cirkk**kkk-k~k~k-kk'k*kk7 



GGTGGCCCCAAACCATACCTGGAAACTAGGCAAGGAGCAAAGCCAGCAGA 348 

GGTGGCCCCAAACCATACCTGGAAACTAGGCAAGGAGCAAAGCCAGCAGA 348 

GGTGGCCCCAAACCATACCTGGAAACTAGGCAAGGAGCAAAGCCAGCAGA 348 

GGTGGCCCCAAACCATACCTGGAAACTAGGCAA.GGAGCAAAGCCAGCAGA 348 

GGTGGCCCCAAACCATACCTGGAAACTAGGCAAGGAGCAAAGCCAGCAGA 348 

GGTGGCCCCAAACCATACCTGGAAACTAGGCAAGGAGCAAAGCCAGCAGA ^ cn 



350 



TCCTAC^CCTGTGC^CCAGGGBCA^lASCCTTCAGGGACCCTTGACTCC 397 

TCCTAG-'iGCCTGTGd-jCCAGGGbCAG-AjdCCTTCAGGGACCCTTGACTCC 395 

TCCTACGGCCTGTGGGCCAGGGbCAA- A^CCTTC AGGGACCCTTGACTCC 397 

TC CTAdGGCCTGTGGy CCAGGG|dC AGQAtjC CTTC AGGGACCCTTGACTC C 398 

TCCTAdGGCCTGTGC^CCAGGGpC/N-GAbcCTTCAGGGACCCTTGACTCC 397 
TCCTACdGCCTGTGGdcCAGGGyCAl-GAGCCTTCAGGGACCCTTGACTCC 
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FIG.5C 
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CC'GGGCTGTf 
CCGGGCTG' 
CCGGGCTG' 



CCGGGCTGT GfTGC ATTT 



WGCATTT 



CCGGGCTGTGfTGCA' 
CCGGGCTGT 
CCGGGCTGT 



fTGCAl 
GCA1 
GCA1 



TGCA 
ffGCATTC] 



CAGAlCGGGCTGTGCTGAACACTGCAGCTTGAAT 
CAGACGGGCTGTGCTGAACACTGCAGCTTGAAT 



agacgggctgtgctgaacactgcagcttgaat 
cagaagggctgtgctgaacactgcagcttgaat 
"CagaSc'gggctgtgctgaacactgcagcttgaat 



CpAGACGGGCTGTGCTGAACACTGCAGCTTGAAT 
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ga0aatatcactgtcccagacaccaaagttaatttctatgcctggaagag 
gagaatatcactgtcccagacaccamgttaatttctatgcctggaagag 
gaWaatatcactgtcccagacaccamgttaatttctatgcctggaagag 
gag^tatcactgtcccagacaccamgttaatttctatgcctggaagag 
gaIg^tatcactgtcccagacaccaaagttaatttctatgcctggaagag 
gajslaatatcactgtcccagacaccaaagttaatttctatgcctggaagag 



GATGG AGGTG AGTTC CTT 
GATGG AGGTGAGTTC CTT 
GATGG AGGTGAGTTC CTT 
GATGG AGGTG AGTTC CTT 
GATGGAGGTGAGTTCCTT 
GATGGAGGTGAGTTCC 



jTTjTCCTTTCTTTTGGAGAATCT 
jnyrCCTTTCTTTTGGAGAATCT 
CCTTTCTTTTGGAGAATCT 
CCTTTCTTTTGGAGAATCT 
TCCTTTCTTTTGGAGAATCT 
CCTTTCTTTTGGAGAATCT 
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CATTTGCGAGCCTGATT 
CATTTGCGAGCCTGATT 
CATTTGCGAGCCTGATT 
CATTTGCGAGCCTGATT 
CATTTGCGAGCCTGATT 



CATTTGCGAGCCTGATTT 



ttggatgaaagggagaprgatcgggggaaaggt 
^gatgamgggagaiatgatcgHgggaaaggt 
bgatgaaagggagaaItgatcgaIgggaaaggt 

T3GATGAAAGGGAGAGTGATCGa|gGGAAAGGT 
TjGATGAMGGGAGAATGATCGaIgGGAAAGGT 

Jggatgaaagggaga^gatcgWsggaaaggt 
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FIG.5D 
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AAAATGGAGCAGCAGAGATGAGGCTGCCTGGGCGCAGAGGCTCpOGTCTA 647 

AAAATGGAGCAGCAGAGATGAGGCTGCCTGGGCGCAGAGGCTCACGTCTA 645 

AAAATGGAGCAGCAGAGATGAGGCTGCCTGGGCGCAGAGGCTCAC|GTCTA 647 

AAAATGGAGCAGCAGAGATGAGGCTGCCTGGGCGCAGAGGCTC'ACiGTCTA 648 

AAAATGGAGCAGCAGAGATGAGGCTGCCTGGGCGCAGAGGCTCACGTCTA 645 

AAAATGGAGCAGCAGAGATGAGGCTGCCTGGGCGCAGAGGCTGCAjjTCTA 649 



AM TMTCCCAGGCTGAGA^GCCGAWGGGAGMTTGCTTGAGCCCTGGAG 697 

GI TAATCCCAGGCTGAGAfTpGCCGAIGkTGGGAGAATTGCTTGAGCCCTGGAG 695 

SY TMTCCCAGGCTGAGATCGCCGAiAKTGGGAGAATTGCTTGAGCCCTGGAG 697 

JM TMTCCCAGGCTGAGAjT]3GCCGAlG l ATGGGAGAATTGCTTGAGCCCTGGAG 698 

SH TAATCCCAGGCTGAGApGGCCGAjS'ATGGGAGAATTGCTTGAGCCCTGGAG 695 

HE TAATCCCAGGCTGAGAfmGCCGAl3 1 ATGGGAGAATTGCTTGAGCCCTGGAG 699 

****************\j******[j********** * * ************** 
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GTTCAGACCAACCTAGGCAGCAfTAGTGAGATCCCCCATCTCTACAAACAT 747 

GTTCAGACCAACCTAGGCAGCAfTAGTGAGATCCCCCATCTCTACAAACAT 747 

GTTCAGACCAACCTAGGCAGCAjTAGTGAGATCCCCCATCTCTACAAACAT 747 

GTTCAGACCAACCTAGGCAGCAfTAGTGAGATCCCCCATCTCTACAAACAT 748 

GTTCAGACCAACCTAGGCAGCffAGTGAGATCCCCCATCTCTACAAACAT 745 

GTTCAGACCAACCTAGGCAGCCfTAGTGAGATCCCCCATCTCTACAAACAT 749 



AM 

GI 
SY 
JM 
SH 
HE 



TTAAAAAMTTAGTCAGGTGAAGTGGTGCATGGTGGTAGTCCCAGATATT 797 

TTAAAAAAATTAGTCAGGTGAAGTGGTGCATGGTGGTAGTCCCAGATATT 795 

TTAAAAAMTTAGTCAGGTGAAGTGGTGCATGGTGGTAGTCCCAGATATT 797 

JTAAAAAAATTAGTCAGGTGAAGTGGTGCATGGTGGTAGTCCCAGATATT 798 

TTAAAAAAATTAGTCAGGTGAAGTGGTGCATGGTGGTAGTCCCAGATATT 795 

XTAAAAAAATTAGTCAGGTGAAGTGGTGCATGGTGGTAGTCCCAGATATT 799 
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FIG.5E 
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TGG/f33GCTGAGGC6GGAGGATCGCTTGAGCCCAGGAATTTGf)3GCTGCR 
TGG/^GCTGAGGCGGGAGGATCGCTTGAGCCCAGGMTTTGpjGGCTGCA 
TGG/^GCTGAGGCGGGAGGATCGCTTGAGCCCAGGAATTTGNGGCTGCA 
TGG^AGGCTGAGGCGGGAGGATCGCTTGAGCCCAGGAATTTGiAGGCTGCE 
TGGiWGCTGAGGCGGGAGGATCGCTTGAGCCCAGGMTTTQGGGCTGCjA 
AGGCTGAGGCGGGAGGATCGCTTGAGCCCAGGMTTTGjAEGCTGdA 



TGG; 



847 
845 
847 
848 
845 
849 
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SH 
HE 



*************** 



897 
895 



GTGAGCTGTGATCACACCACTGCAQrCCAGCCTCAGTGACAGAGjTGAGGC 
GTGAGCTGTGATCACACCACTGCALirCCAGCCTCAGTGACAGAuTGAGGC 

GTGAGCTGTGATCACACCACTGCA|dcCAGCCTCAGTGACAGA!ATTGAGGC 897 

GTGAGCTGTGATCACACCACTGCAtfTCCAGCCTCAGTGACAGAGTGAGGC 898 

GTGAGCTGTGATCACACCACTGCaWtCCAGCCTCAGTGACAGAOTGAGGC 895 

GTGAGCTGTGATCACACCACTGCAhiTCCAGCCTCAGTGACAGApfrGAGGC 899 
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CCTGTCTCAAAAAWjAAMGAAAAMGAAAAATPATGAGGGCTGTATGGA 

cctgtctcaaaaa^aaaagaaaaaagaaaaafj^atgagggctgtatgga 
cctgtctcaaaaa1^aaaagaaaaaagaaaaati4tgagggctgtatgga 
cctgtctcaaaa^aamgaaaaaagaaaaataKtgagggctgtatgga 
cctgtctcaaaaahgaaaagaaaaaagaaaaafasatgagggctgtatgga 
cctgtctcaaaaakgaaaagaaaamgaaamtjfiatgagggctgtatgga 

ATACiATTCATTATTCATTCACTCACTCACTCACTCATjTtATTCATTCATT 
ATAcblTCATTATTCATTCACTCACTCACTCACTCAliTCATTCATTCATT 

atacaSttcattattcattcactcactcactcactcat^attcattcatt 

ATAChtTCATTATTCATTCACTCACTCACTCACTCATmCATTCATTCATT 
ATACAlTTCATTATTCATTCACTCACTCACTCACTCATTrCATTCATTCATT 
ATAChTTCATTATTCATTCACTCACTCAGTCACTCA-^TCATTCATTCATT 
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FIG.5F 
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CATTCAACAlAGTCTTATTGCATACCnCTGTTTGCTCAGCTTGGTGCT^ 1 047 

CATTCMCATCTCTTATTGCATACCTTCTGTTTGCTCAGCTTGGTGCTTTTG 1 045 

CATTCMCA^TCTTATTGCATACCTTCTGTTTGCTCAGCTTGGTGCTCG 1 047 

CATTCMCAkGTCTTATTGCATACCTTCTGTTTGCTCAGCTTGGTGCTnlG 1 048 

CATTCMCAWGTCTTATTGCATACCTTCTGTTTGCTCAGCTTGGTGCTirp 1045 

CATTCMCAA3TCTTAnGCATACCTTCTGTTTGCTCAGCTTGGTGCT|l^ 1049 

GGG^TaT^GGGGCAGGAGGGAlGAGGGTGACATGGQTCAEtTGACTCCC 1097 

GGGtTCCTGAGGGGCAGGAGGGAGAGGGTGACATCCCTCAGCTGACTCCC 1095 

GGGCTGCTGAGGGGCAGGAGGGiAGAGGGTGACATGGGTCAGCTGACTCCC 1097 

GGh'cfp'CTGAGGGGCAGGAGGGTGAGGGTGACATGGGTCAGpTGACTCCC 1098 

GGCCTTtTGAGGGGCAGGAGGG'AGAGGGTGACAfGGGjTCAGCTGACTCCC 1095 

GGGtTBCTGAGGGGCAGGAGGGAGAGGGTGACATGGGTCAAjCTGACTCCC 1099 

AGAGTCCACTCCCTGTAGGTCGGGCAGCAGGCCGTAGAAGTCTGGCAGGG 1 147 

AGAGTCCACTCCCTGTAGGTCGGGCAGCAGGCCGTAGAAGTCTGGCAGGG 1145 

AGAGTCCACTCCCTGf AGGTCGGGCAA'CAGGCCGTAGAAGTCTGGCAGGG 1 147 

AGAGTCCACTCCCTGTITT3GTCGGGCAGCAGGCCGTAGAAGTCTGGCAGGG 1 148 

AGAGTCCACTCCCTGTAGGTCGGGCAGCAGGCCGTAGAAGTCTGGCAGGG 1 145 

AGAGTCCACTCCCTGT*AbGTCGGGCAGCAGGCCGTAGAAGTCTGGCAGGG 1 149 

CCTGGCCCTGCTGTCGGAAp'CTGTCCTGCGGGGCCAGGCCCTGTTGGTCA 1 197 

CCTGGCCCTGCTGTCGGAAGCTGTCCTGCGGGGCCAGGCCCTGTTGGTCA 1 195 

CCTGGCCCTGCTGTCGGAAGCTGTCCTGCGGGGCCAGGCCCTGTTGGTCA 1 197 

CCTGGCCCTGCTGTCGGAAGCTGTCCTGCGGGGCCAGGCCCTGTTGGTCA 1 198 

CCTGGCCCTGCTGTCGGAATCTGTCCTGCGGGGCCAGGCCCTGTTGGTCA 1195 

CCTGGCCCTGCTGTCGGAAGCTGTCCTGCGGGGCCAGGCCCTGTTGGTCA 1 199 
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FIG.5G 
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ACTjcTTTCCCApCCGTGGGAGCCCCTGCAGCTGCATGTGGATAAAGCCGTC 
ACTClTTCCCAGbcGTGGGAGCCCCTGCAGCTGCATGTGGATAAAGCCGTC 
ACWTCCCAGpCGTGGGAGCCCCTGCAGCTGCATGTGGATAAAGCCGTC 
ACTTCrrCCCAbEcGTGGGAGCCCCTGCAGCTGCATGTGGATAAAGCCGTC 
ACTCTTCCCAkcCGTGGGAGCCCCTGCAGCTGCATGTGGATAAAGCCGTC 
ACTQTTCCCAhEcGTGGGAGCCCCTGCAGCTGCATGTGGATAAAGCCGTC 



1247 
1245 
1247 
1248 
1245 
1249 



AGTGGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAGBT 1297 

AGTGGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAGGT 1295 

AGTGGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAGjGTr 129 / 

AGTGGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAGGT 1298 

AGTGGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAqjT 1295 

AGTGGCCTTCGCAGCCTCACCACTCTGCTTCGGGCTCTGGGAGCCCAGETr 1299 

GAGTAGGAGDGGACACTTCTGCTTGCCCTTTpTGTAAGAAGGGjGAGAAGG 1347 

GAGTAGGAGtGGACACTTCTGCTTGCCCTTTCfrGTAAGAAGGGGAGAAGG 1345 

GAGTAGGAG&GACACTTCTGCTTGCCCTTTt|TGTAAGAAGGGpAGAAGG 1347 

GAGTAGGAGLGGACAClTCTGCTTGCCCTTTtTGTAAGAAGGGGAGAAGG 1348 

GAGTAGGAGGGGACACTTCTGCnGCCCTTTpTGTAAGAAGG'AGAGAAGG 1345 

GAGTAGGAGtbGACACTTCTGCmCCCTTT^tGTMGMGGGGAGAAGG 1349 

GTCTTGCTAAGGAGTACAGG^CTGTCCGTATTCCTTCCCTrTCTGTGGC 1397 
GTCTTGCTAAGGAGTACAGG/ilAiCTGTCCGTATTCCTTCCCTnrCTGTGGC 139b 
GTCTTGCTAAGGAGTACAGGA^icTGTCCGTATTCCTTCCCTTTCTGTGGC 1397 
GTCTTGCTAAGGAGTACAGGAACTGTCCGTATTCCTTCCCTTTCTGTGGC 1393 
GTCTTGCTAAGGAGTACAGGaIaCTGTCCGTATTCCTTCCCTTTCTGTGGC 1 395 
GTCTTGCTAAGGAGTACAGGAfTtTGTCCGTATTCCTTCCCTTrCTGTGGC 1399 
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FIG.5H 
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AM ACTGCAGCGACCfftCTGTTTTCTCCTTGGCAGAAGGAAGCCATCTCCCCT 1447 

GI ACTGCAGCGACqTjCCTGTTTTCTCCTTGGCAGAAGGAAGCCATCTCCCCT 445 

SY ACTGCAGCGAcfflcCTGTTTTCTCCTTGGCAGAAGGAAGCCATCTCCCCT 1447 

JM ACTGCAGCGACC^CCTGTTTTCTCCTTGGCAGAAGGAAGCCATCTCCCCT 1448 

SH ACTGCAGCGACGrCCTGTTTTCTCCTTGGCAGAAGGAAGCCATCTCCCCT 144= 

up ACTGCAGCGACdAiCCTGTTTTCTCCTTGGCAGAAGGAAGCCATCTCCCCT 1449 

CCAGATGCGGCCTCAGCTGCTCCACTCCGAACMTCACTGCTGApACTTT 1497 

CCAGATGCGGCCTCAGCTGCTCCACTCCGAACAATCACTGCTGAt'ACTTT 149d 

CCAGATGCGGCCTCAGCTGCTCCACTCCGAACAATCACTGCTGACACTTT 1497 

j M CCAGATGCGGCCTCAGCTGCTCCACTCCGMCAATCACTGCTGACACTTT 1498 

SH CCAGATGCGGCCTCAGCTGCTCCACTCCGMCMTCACTGCTG^Cm 495 

HE CCAGATGCGGCCTCAGCTGCTCCACTCCGAACAATCACTGCTGADACTTT 1499 



AM CCGCAMCTCTTCCGAGTCTACTCCMTTTCCTCCGGGGA^GClGAAGC 547 

GI CCGCAMCTCTTCCGAGTCTACTCCMTTTCCTCCGGGGaHaGCTGAAGC 154d 

SY CCGCAMCTCTTCCGAGTCTACTCCMTKCCTCCGGGG 1547 

JM 

SH 
HE 



CCGCAAACTCTTCCGAGTCTACTCCAATTTCCTCCGGGGA^GCTGAAGC 1548 
CCGCAAACTCTTCCGAGTCTACTCCAATTTCCTCCGGGGAhiAGCTGAAGC 154d 
CCGCAMCTCTTCCGAGTCTACTCCMTTTCCTCCGGGGAQAGCTGAAGC 1549 



TGTACACAGGGGAGGCCTGCAGGACAGGGGAO&ATGA 1584 

TGTACACAGGGGAGGCCTGCAGGACAGGGGAC'AJGATGA 1582 

TGTACACAGGGGAGGCCTGCAGGACAGGGGAC'AGATGA 1585 

JM TGTACACAGGGGAGGCCTGCAGGACAGGGGACApATGA 1585 

SH TGTACACAGGGGAGGCCTGCAGGACAGGGGAClAGATGA 1583 
HE TGTACACAGGGGAGGCCTGCAGGACAGGGGACGp; 



GATGA 1586 
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FIG.6 
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MGVHECPAWLWLLLSLLSLPLGLPVLGAPPRLICOSRVLERYLLEAKEAE 
MGVHECPAWLWLLLSLLSLPLGLPVLGAPPRLICCfcRVLERYLLEAKEAE 
MGVHECPAWLWllLSLLSlPLGLPVLGAPPRLICDjSRVLERYLLEAKEAE 
MGVHECPAWLWLLLSLLSLPLGLPVLGAPPRLICDRRVLERYLLEAKEAE 
MGVHECPAWLWLLLSLLSLPLGLPVLGAPPRLlCDfe'RVLERYLLEAKEAE 

nitfngcaehcslnenitvpdtkvnfyawkrmevgqqavevwqglallseja 
nitVgcaehcslnenitvpdtkvnfyawkrmevgqqavevwqglallsea 
nitoscaehcslnenitvpdtkvnfyawkrmevgqqavevwqglallseja. 

NITiTGCAEHCSLNENITVPDTKVNFYAWKRMEVGQQAVEVWQGLALLSEB 
NITFGCAEHCSLNENITVPDTKVNFYAWKRMEVGQQAVEVWQGLALLSBA 



VLRGQALLVNSSQPWEPLQLHVDKAVSGLRSLTTLLRALGAQKEAISPPD 
VLRGQALLVNSSQPWEPLQLHVDKAVSGLRSLTTLLRALGAQKEAISPPD 
VLRGQALLVNSSQPWEPLQLHVDKAVSGLRSLTTLLRALGAQKEAISPPD 
VLRGQALLVNSSQPWEPLQLHVDKAVSGLRSLTTLLRALGAQKEAISPPD 
VLRGQALLVNSSQPWEPLQLHVDKAVSGLRSLTTLLRALGAQKEAISPPD 
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AM/GI AASAAPLRTITADTFRKLFRV,VSNFLRGj<LKLYTGEACRTGDp 

SY AASAAPLRTITADTFRKLFRWSNFLRGKLKLYTGEACRTGDR 

JM AASAAPLRTITADTFRKLFRVYSNFLRGKLKLYTGEACRTGDR 

SH AASAAPLRTITADTFRKLFRV^5NFLRG|CLKLYTGEACRTGDR 

HE AASAA.PLRTITADTFRKLFRVpSNFLRGELKLYTGEACRTGDG 
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FIG. 7 
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FIG. 8 
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FIG. 9 
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FIG. 10 
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